X-11158.ST25 



SEQUENCE LISTING 

:..<!®r-> Efendic, Suad 

fl, „s. or OK «<-03S ™ ™~ - 

<130> X-11158 

<140> us 09/400,802 
<141> 1999-09-22 

<150> US 60/101,719 
<151> 1998-09-24 

<160> 35 

<17 0> Patentin version 3.1 

<210> 1 
<211> 31 
<212> PRT . 
<213> Homo sapiens 

rJ.. r " ^" 

1 .a ..e X. ... x„ V. .V. - - 


C3 


m 
o 

< 
m 
o 


<210> 2 

<211> 28 

<212> PRT comiPnce 

<213> Artificial Sequence 

<223> synthetic construct 

<400> 2 Glu Gly 

3XV - - !f " 

1 ^ 

nn Phe He Ala Trp Leu Val Lys 
Gin Ala Ala Lys Glu Ptie n ^5 
20 


<210> 3 
<211> 29 

:2if> Stificial sequence 
:22°3> synthetic construct 

<400> 3 Leu Glu Gly 

^1 Thr Phe Thr Ser Asp Val Ser Ser ly 
His Ala Glu Gly Thr Phe m 

1 ^ 
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Gin Ala Ala Lys Glu Phe lie Ala Txp Leu Val Lys Gly 
20 25 


<210> 4 

<211> 30 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Hi% Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 

Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg 
20 25 30 


<210> 5 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 
<400> 5 

His Val Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 

Gin Ala Ala Lys Glu Phe He Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 6 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 
<400> 6 

His Ala Gin Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 

Gin Ala Ala Lys Glu Phe He Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 7 

<211> 31 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 


Page 2 


X-11158.ST25 


<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa at position 3 is I>-Gln. 


<400> 7 


His Ala Xaa Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 


Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 8 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 
<400> 8 

His Ala Glu Gly Thr Phe Thr Ser Asp Thr Ser Lys Tyr Leu Glu Gly 
15 10 15 


Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 9 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 
<400> 9 

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Lys Tyr Leu Glu Gly 
15 10 15 


Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 

10 

<211> 

28 

<212> 

PRT 

<213> 

Artificial Sequence 

<220> 


<223> 

synthetic construct 

<220> 


<221> 

MISC FEATURE 

<222> 

(20) . . (20) 

<223> 

Xaa at position 20 
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and Met; 


-=^220^ ^-rcr FEATURE 
<222> f/J at positio-^ 28 


Leu, 


lie, Gin, Arg, 


<400> 10 

H,3 Ma Glu Oly 


ASP Val Ser 


Leu Glu Gly 


ser Tyr - 


phe Thr ser 


Glu 


^ Tie Ala Trp 


Leu 


val Xaa 


<210> f 
<2U> 29 

^21'" Artificial sequence 

<220> ^^v-etic construct 
<223> syntheti 

Tie Gin, Arg, 

^''IT MISC FEATURE j,la, Leu, ' 

<22i> "20^.(20) . ,0 is D-ws. Gly- ^ 

at position 20 
<223> and Met; 

Tie, Gin, Arg, 

"^^of MISCFEATURE Ala, ^eu, 

<221> ^^8r.(28) ,0 is D-Lys. G^^' 

<222> at positio'^ 28 xs 

<223> ^^.^fg and Met. 

c . Tvr Leu Glu Gly 
ser ASP val ser ser Tyr ^3 


<210> 

<211> ^-^^ 

Irtificial sequence 


synthetic construct 

lie. Gin, A^9' 

^22°^ vTSC FEATURE ^a, Leu, 

^221> ^/o*^- 120) „o is D-Lys, Gly. ^er. 

:gr> iaa at posit-n 20 
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D-Arg and Met ; 

<220> 

<221> MISC„FEATURE 
<222> (28) . . (28) 

<223> Xaa at position 28 is D-Lys, Gly, Ser, Ala, Leu, lie. Gin, Arg 
D-Arg and Met ; 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (30) . . (30) 

<223> Xaa at position 30 is Lys , D-Lys, Gly, Ser, Ala, Leu, lie. Gin 
Met and D-Arg . 

<400> 12 

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 


Gin Ala Ala Xaa Glu Phe lie Ala Trp Leu Val Xaa Gly Xaa Gly 
20 25 30 


<210> 13 

<211> 31 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 
<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> Xaa at position 10 is Tyr or Val; 


<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (12) . . (12) 

<223> Xaa at position 12 is Lys or Ser; 


<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (15) . . (15) 

<223> Xaa at position 15 is Asp or Glu; 


<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (16) . . (16) 

<223> Xaa at position 16 is Ser or Gly; 


<220> 

<221> MISC_F E ATURE 

<222> (17) . . (17) 

<223> Xaa at position 17 is Arg or Gin; 
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2-2 1> MISC_FEATURE 


222> ^1^^ ^i^^tion 18 is Arg or Ala; 
<223> Xaa at position 


<220> 

<221> MISC^FEATURE 

fill S'.t'p=Liti»2. i..lncr.y.. 


Z'JL .V ... - - - - r - " ^" 

L «. x„ =lu ..e X. ... - v.. ... -V 

20 


<210> 14 

<211> 31 

<212> PRT 

<213> Artificial Sequence 

<223> synthetic construct 


Ser Ser Tyr Leu Glu Gly 
Ala Glu Gly Thr Phe Thr Ser Asp Val Ser 
5 


<400> 14 
T; 

1 ... ... o.. ..e x.e T„ .e. v.. ... - 

20 


<210> 15 

<211> 31 

<212> PRT 

<213> Artificial Sequence 

<220> . ^^-v-iir-l- 

<223> synthetic construct 
<220> 

<221> MISC_FEATURE 

<222> (l).-(l) ^ 1 is N-acetyl-His. 

<223> Xaa at position 1 is in d 


<400> 15 


Xaa Ala 
1 


q^r Ser Tyr Leu Glu Gly 
Glu Gly Tht Phe Thr Ser A.P V.l Set TV 


Gl„ .1. .1. .V3 Gl„ Ph, lie .1. ™ .eu -1 ... O^v ™ 

20 
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<210> 16 

<211> 31 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 
<220> 

< 2 2 1> MI SC_FEATURE 

<222> (1) . . (1) 

<223> Xaa at position 1 is N-isopropyl-His . 


<400> 16 

Xaa Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 


Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 17 

<211> 31 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 
<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (2) . . (2) 

<223> Xaa at position 2 is D-Ala. 


<400> 17 

His Xaa Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 


Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 

18 

<211> 

31 

<212> 

PRT 

<213> 

Artificial Sequence 

<220> 


<223> 

synthetic construct 

<220> 


<221> 

MISC FEATURE 

<222> 

(3) . . (3) 

<223> 

Xaa at position 3 is 


<400> 18 
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His Ala Xaa Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
1 ' 5 10 15 


Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 19 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 
<400> 19 

His Ala Asp Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 


Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 

20 

<211> 

31 

<212> 

PRT 

<213> 

Artificial Sequence 

<220> 


<223> 

synthetic construct 

<220> 


<221> 

MI SO FEATURE 

<222> 

(3) . . (3) 

<223> 

Xaa at position 3 is 

<400> 

20 


His Ala Xaa Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 


Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 21 

<211> 31 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 
<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (4) . . (4) 

<223> Xaa at position 4 is D-Phe. 
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<400> 21 

His Ala Glu Xaa Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 

Gin Ala Ala Lys Glu Phe He Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 22 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 
<400> 22 

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser' Tyr Leu Glu Ser 
15 10 15 

Arg Arg Ala Gin Glu Phe He Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 23 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 
<400> 23 

His Ser Gin Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Gly 
15 10 15 

Gin Ala Ala Lys Glu Phe He Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 24 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 
<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (1)..(1) 

<223> Xaa at position 1 is His, D-histidine, desamino-hist idme , 
2 -amino-hist idine , beta-hydroxy-hist idine , homohis t idine , 
alpha-f luormethyl-histidine, and alpha-methyl-histidine ; 


<220> 
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221> MISC_FEATURE 

222> (2).. (2) Val, Thr, He, and 

223> Xaa at Position 2 is Ala, 
alpha-methyl-Ala ; 


<220> 

<221> MISC_FEATURE 

<222> (15).. (15) Gin, Ala, Thr, Ser, and Gly; 

<223> xaa at position 15 is o±u. 


<220> 

<221> MISC_FEATURE 

<222> (21).. (21) gi^_ Gin, Ala, Thr, Ser, and Gly, 

<223> xaa at position 21 is uj. 


<220> 

<221> MISC_FEATURE 

<222> (31) . ■ (31) Gly-OH or is absent. 

<223> xaa at position 31 is ^xy 


v«l ser ser TyV Leu Xaa Gly 
xaa xaa Glu Gly Thr Phe Thr Ser Asp Val Ser 

1 ^ 

.Xa ..3 xaa P.e .1. T„ Va. .V. OXv Xaa 

20 


<210> 25 

<211> 30 

<212> PRT 

<213> Artificial Sequence 

<223> synthetic construct 


<40U> ^3 ^ „T„ p-iv 

1 Q<=-r qer Tvr Leu Glu Giy 
His Gly Glu Gly Thr Phe Thr Ser Asp Val Ser 

1 5 

.la .1. .V. - ^ 


20 


<210> 26 

<211> 31 

<212> PRT 

<213> Artificial Sequence 

<223> synthetic construct 


<220> 

<221> MISC_FEATURE 

<222> (3).. (3) acetvl-Lys- 

<223> xaa at positron 3 xs acetyl 
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<400> 26 

His Ala Xaa Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 


Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 27 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 
<400> 27 

His Ala Thr Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 


Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 

28 

<211> 

31 

<212> 

PRT 

<213> 

Artificial Sequence 

<220> 


<223> 

synthetic construct 

<220> 


<221> 

MISC_FEATURE 

<222> 

(3) . . (3) 

<223> 

Xaa at position 3 is 

<400> 

28 

His Ala Xaa Gly Thr Phe Thr 

1 

5 

Gin Ala Ala Lys Glu Phe lie 


20 

<210> 

29 

<211> 

31 

<212> 

PRT 

<213> 

Artificial Sequence 

<220> 


<223> 

synthetic construct 


10 15 


25 30 


<400> 29 


Page 11 


X-11158 .ST25 


His Ala Asn Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
1 5 .10 15 


Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 

30 

<211> 

31 

<212> 

PRT 

<213> 

Artificial Sequence 

<220> 


<223> 

synthetic construct 

<220> 


<221> 

MISC FEATURE 

<222> 

(3) . . (3) 

<223> 

Xaa at position 3 is 

<400> 

30 

His Ala Xaa Gly Thr Phe Thr 

1 

5 


10 15 


Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 31 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 
<400> 31 

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 


Arg Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 

32 

<211> 

31 

<212> 

PRT 

<213> 

Artificial Sequence 

<220> 


<223> 

synthetic construct 

<400> 

32 


His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 
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Gin Arg Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
20 25 30 


<210> 

33 

<211> 

28 

<212> 

PRT 

<213> 

Artificial Sequence 

<220> 


<223> 

synthetic construct 

<220> 


<221> 

MISC FEATURE 

<222> 

(28) . . (28) 

<223> 

Xaa at position 28 is 

<400> 

33 

His Ala Glu Gly Thr Phe Thr 

1 

5 


10 15 


Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Xaa 
20 25 


<210> 

34 

<211> 

28 

<212> 

PRT 

<213> 

Artificial Sequence 

<220> 


<223> 

synthetic construct 

<220> 


<221> 

MISC_FEATURE 

<222> 

(28) . . (28) 

<223> 

Xaa at position 28 


<400> 

34 


His Ala Glu 

Gly Thr Phe Thr 

1 


5 

Gin Ala Ala 

Lys Glu Phe lie 



20 

<210> 

35 


<211> 

31 


<212> 

PRT 


<213> 

Artificial Sequence 

<220> 



<223> 

synthetic construct 

<220> 



<221> 

MISC 

FEATURE 

<222> 

(1) . . 

(1) 

<223> 

Xaa at position 1 is 


10 15 


25 
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4-imidazo-alpha , or alpha dime thyl -acetyl ; 


<220> 

< 2 2 1 > MI SC_„FEATURE 

<222> (20) . . (20) 

<223> Xaa at position 20 is Lys or Arg; 


<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (31) . . (31) 

<223> Xaa at position 31 is Gly or absent. 
<400> 35 

Xaa Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 


Gin Ala Ala Xaa Glu Phe lie Ala Trp Leu Val Lys Gly Arg Xaa 
20 25 30 
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